0 



Page 1 of 7 

4ft >- 



OIPE 
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e 0:01:39 
NTERED 



3 <110> APPLICANT : Jing, Shuqian 

5 <120> TITLE OF INVENTION: Transforming Growth Factor-Beta-Related Molecules and 

6 Uses Thereof 

8 <130> FILE REFERENCE: 00-659-A 

C--> 10 <14 0> CURRENT APPLICATION NUMBER: US/09/995,515 

C--> 11 <141> CURRENT FILING DATE: 2001-11-28 

13 <150> PRIOR APPLICATION NUMBER: 60/253,476 

14 <151> PRIOR FILING DATE: 2000-11-28 
16 <160> NUMBER OF SEQ ID NOS : 27 

18 <170> SOFTWARE: Patentln Ver. 2.0 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 665 

22 <212> TYPE: DNA 

23 <213> ORGANISM: Homo sapiens 

25 <220> FEATURE: 

26 <221> NAME/KEY: CDS 

27 <222> LOCATION: (80).. (502) 

29 <400> SEQUENCE: 1 

30 gattctcagt agagacgttt gactgtccca acccgatgct gccttcccac ataaatgaga 60 

32 tttttttctg ccaggcaac atg gtt tta ccc tea tat tea aaa aaa ccc tta 112 

33 Met Val Leu Pro Ser Tyr Ser Lys Lys Pro Leu 

34 1 5 10 



36 


ate 


tct 


aat 


gtg 


gag 


cag 


ctg 


ate 


ctg 


ggg 


ate 


ccg 


ggc 


cag 


aat 


cgc 


160 


37 


He 


Ser 


Asn 


Val 


Glu 


Gin 


Leu 


He 


Leu 


Gly 


lie 


Pro 


Gly 


Gin 


Asn 


Arg 




38 








15 










20 










25 








40 


egg 


gag 


ata 


ggc 


cat 


ggc 


cag 


gat 


ate 


ttt 


cca 


gca 


gag 


aag 


etc 


tgc 


208 


41 


Arg 


Glu 


He 


Gly 


His 


Gly 


Gin 


Asp 


He 


Phe 


Pro 


Ala 


Glu 


Lys 


Leu 


Cys 




42 






30 










35 










40 










44 


cat 


ctg 


cag 


gat 


cgc 


aag 


gtg 


aac 


ctt 


cac 


aga 


get 


gee 


tgg 


ggc 


gag 


256 


45 


His 


Leu 


Gin 


Asp 


Arg 


Lys 


Val 


Asn 


Leu 


His 


Arg 


Ala 


Ala 


Trp 


Gly 


Glu 




46 




45 










50 










55 












48 


tgt 


att 


gtt 


gca 


ccc 


aag 


act 


etc 


age 


ttc 


tct 


tac 


tgt 


cag 


ggg 


acc 


304 


49 


Cys 


He 


Val 


Ala 


Pro 


Lys 


Thr 


Leu 


Ser 


Phe 


Ser 


Tyr 


Cys 


Gin 


Gly 


Thr 




50 


60 










65 










70 










75 




52 


tgc 


ccg 


gec 


etc 


aac 


agt 


gag 


etc 


cgt 


cat 


tec 


age 


ttt 


gag 


tgc 


tat 


352 


53 


Cys 


Pro 


Ala 


Leu 


Asn 


Ser 


Glu 


Leu 


Arg 


His 


Ser 


Ser 


Phe 


Glu 


Cys 


Tyr 




54 










. 80 










85 










90 






56 


aag 


agg 


gca 


gta 


cct 


acc 


tgt 


ccc 


tgg 


etc 


ttc 


cag 


acc 


tgc 


cgt 


ccc 


400 


57 


Lys 


Arg 


Ala 


Val 


Pro 


Thr 


Cys 


Pro 


Trp 


Leu 


Phe 


Gin 


Thr 


Cys 


Arg 


Pro 




58 








95 










100 










105 








60 


acc 


atg 


gtc 


aga 


etc 


ttc 


tec 


ctg 


atg 


gtc 


cag 


gat 


gac 


gaa 


cac 


aag 


448 


61 


Thr 


Met 


Val 


Arg 


Leu 


Phe 


Ser 


Leu 


Met 


Val 


Gin 


Asp 


Asp 


Glu 


His 


Lys 




62 






110 










115 










120 










64 


atg 


agt 


gtg 


cac 


tat 


gtg 


aac 


act 


tec 


ttg 


gtg 


gag 


aag 


tgt 


ggc 


tgc 


496 


65 


Met 


Ser 


Val 


His 


Tyr 


Val 


Asn 


Thr 


Ser 


Leu 


Val 


Glu 


Lys 


Cys 


Gly 


Cys 




66 




125 










130 










135 













68 tct tga gataccccaa agcctcctac tggectcagg gccacctaag tctcaggact 552 
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69 Ser 

70 140 

72 ttagtagggg gtgggattac ttttcatagc aagtagagct ctttgaaggg aggtgggatt 612 
74 tggtttgttt ctcaaagcac agcaagaagg ttggcattat ggcagtaaca aat 665 

77 <210> SEQ ID NO: 2 

78 <211> LENGTH: 140 

79 <212> TYPE: PRT 

.80 <213> ORGANISM: Homo sapiens 
82 <400> SEQUENCE: 2 



83 


Met 


Val 


Leu 


Pro 


Ser 


Tyr 


Ser 


Lys 


Lys 


Pro 


Leu 


He 


Ser 


Asn 


Val 


Glu 


84 


1 








5 










10 










15 




86 


Gin 


Leu 


He 


Leu 


Gly 


He 


Pro 


Gly 


Gin 


Asn 


Arg 


Arg 


Glu 


He 


Gly 


His 


87 








20 










25 










30 






89 


Gly 


Gin 


Asp 


He 


Phe 


Pro 


Ala 


Glu 


Lys 


Leu 


Cys 


His 


Leu 


Gin 


Asp 


Arg 


90 






35 










40 










45 








92 


Lys 


Val 


Asn 


Leu 


His 


Arg 


Ala 


Ala 


Trp 


Gly 


Glu 


Cys 


He 


Val 


Ala 


Pro 


93 




50 










55 










60 










95 


Lys 


Thr 


Leu 


Ser 


Phe 


Ser 


Tyr 


Cys 


Gin 


Gly 


Thr 


Cys 


Pro 


Ala 


Leu 


Asn 


96 


65 










70 










75 










80 


98 


Ser 


Glu 


Leu 


Arg 


His 


Ser 


Ser 


Phe 


Glu 


Cys 


Tyr 


Lys 


Arg 


Ala 


Val 


Pro 


99 










85 










90 










95 





101 Thr Cys Pro Trp Leu Phe Gin Thr Cys Arg Pro Thr Met Val Arg Leu 

102 100 105 110 

104 Phe Ser Leu Met Val Gin Asp Asp Glu His Lys Met Ser Val His Tyr 

105 115 120 125 

107 Val Asn Thr Ser Leu Val Glu Lys Cys Gly Cys Ser 

108 130 135 140 

111 <210> SEQ ID NO: 3 

112 <211> LENGTH: 810 

113 <212> TYPE: DNA 

114 <213> ORGANISM: Homo sapiens 

116 <220> FEATURE: 

117 <221> NAME/KEY: CDS 

118 <222> LOCATION: (61).. (648) 

120 <400> SEQUENCE: 3 

121 actagtgatt ctcagtagag acgtttgact gtcccaacco gatgctgcct tcccacataa 60 

123 atg aga ttt ttt tct gcc agg caa cat ggt ttt acc etc ata ttc aaa 108 

124 Met Arg Phe Phe Ser Ala Arg Gin His Gly Phe Thr Leu He Phe Lys 

125 15 10 15 



127 


aag 


aca 


aag 


att 


cca 


gcc 


act 


gat 


gtc 


get 


gat 


gcc 


age 


ctg 


aat 


gaa 


156 


128 


Lys 


Thr 


Lys 


He 


Pro 


Ala 


Thr 


Asp 


Val 


Ala 


Asp 


Ala 


Ser 


Leu 


Asn 


Glu 




129 








20 










25 










30 








131 


tgt 


tec 


agt 


acc 


gaa 


agg 


aaa 


caa 


gac 


gta 


gtg 


ttg 


ctg 


ttc 


gtg 


acc 


204 


132 


Cys 


Ser 


Ser 


Thr 


Glu 


Arg 


Lys 


Gin 


Asp 


Val 


Val 


Leu 


Leu 


Phe 


Val 


Thr 




133 






35 










40 










45 










135 


ttg 


tec 


cac 


aca 


cag 


cca 


cct 


ctg 


ttt 


cac 


ctg 


cct 


tat 


gtc 


cag 


aaa 


252 


136 


Leu 


Ser 


His 


Thr 


Gin 


Pro 


Pro 


Leu 


Phe 


His 


Leu 


Pro 


Tyr 


Val 


Gin 


Lys 




137 




50 










55 










60 












139 


ccc 


tta 


ate 


tct 


aat 


gtg 


gag 


cag 


ctg 


ate 


ctg 


ggg 


ate 


ccg 


ggc 


cag 


300 
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140 


Pro 


Leu 


He 


Ser 


Asn 


Val 


Glu 


Gin 


Leu 


He 


Leu 


Gly 


He 


Pro 


Gly 


Gin 




141 


65 










70 










75 










80 




143 


aat 


cgc 


egg 


gag 


ata 


ggc 


cat 


ggc 


cag 


gat 


ate 


ttt 


cca 


gca 


gag 


aag 


348 


144 


Asn 


Arg 


Arg 


Glu 


He 


Gly 


His 


Gly 


Gin 


Asp 


He 


Phe 


Pro 


Ala 


Glu 


Lys 




145 










85 










90 










95 






147 


etc 


tgc 


cat 


ctg 


cag 


gat 


cgc 


aag 


gtg 


aac 


ctt 


cac 


aga 


get 


gec 


tgg 


396 


148 


Leu 


Cys 


His 


Leu 


Gin 


Asp 


Arg 


Lys 


Val 


Asn 


Leu 


His 


Arg 


Ala 


Ala 


Trp 




149 








100 










105 










110 








151 


ggc 


gag 


tgt 


att 


gtt 


gca 


ccc 


aag 


act 


etc 


age 


ttc 


tct 


tac 


tgt 


cag 


444 


152 


Gly 


Glu 


Cys 


He 


Val 


Ala 


Pro 


Lys 


Thr 


Leu 


Ser 


Phe 


Ser 


Tyr 


Cys 


Gin 




153 






115 










120 










125 










155 


ggg 


acc 


tgc 


ccg 


gec 


etc 


aac 


agt 


gag 


etc 


cgt 


cat 


tec 


age 


ttt 


gag 


492 


156 


Gly 


Thr 


Cys 


Pro 


Ala 


Leu 


Asn 


Ser 


Glu 


Leu 


Arg 


His 


Ser 


Ser 


Phe 


Glu 




157 




130 










135 










140 












159 


tgc 


tat 


aag 


agg 


gca 


gta 


cct 


acc 


tgt 


ccc 


tgg 


etc 


ttc 


cag 


acc 


tgc 


540 


160 


Cys 


Tyr 


Lys 


Arg 


Ala 


Val 


Pro 


Thr 


Cys 


Pro 


Trp 


Leu 


Phe 


Gin 


Thr 


Cys 




161 


145 










150 










155 










160 




163 


cgt 


ccc 


acc 


atg 


gtc 


aga 


etc 


ttc 


tec 


ctg 


atg 


gtc 


cag 


gat 


gac 


gaa 


588 


164 


Arg 


Pro 


Thr 


Met 


Val 


Arg 


Leu 


Phe 


Ser 


Leu 


Met 


Val 


Gin 


Asp 


Asp 


Glu 




165 










165 










170 










175 






167 


cac 


aag 


atg 


agt 


gtg 


cac 


tat 


gtg 


aac 


act 


tec 


ttg 


gtg 


gag 


aag 


tgt 


636 


168 


His 


Lys 


Met 


Ser 


Val 


His 


Tyr 


Val 


Asn 


Thr 


Ser 


Leu 


Val 


Glu 


Lys 


Cys 




169 








180 










185 










190 








171 


ggc 


tgc 


tct 


tga 


gataccccaa agcctcctac tggectcagg gccacctaag 




688 


172 


Gly 


Cys 


Ser 






























173 






195 






























175 


tctcaggact ttagtagggg gtgggattac ttttcatagc 


aagtagagct ctttgaaggg 


748 


177 


aggtgggatt tggtttgttt ctcaaagcac agcaagaagg 


ttggcattat ggcagtaaaa 


808 


179 


tc 
































810 


182 


<210> SEQ ID NO: 


: 4 


























183 


<211> LENGTH: 195 


























184 


<212> TYPE: 


PRT 




























185 


<213> ORGANISM: 


Homo sapiens 




















187 


<400> SEQUENCE: 


4 


























188 


Met 


Arg 


Phe 


Phe 


Ser 


Ala 


Arg 


Gin 


His 


Gly 


Phe 


Thr 


Leu 


He 


Phe 


Lys 




189 


1 








5 










10 










15 






191 


Lys 


Thr 


Lys 


He 


Pro 


Ala 


Thr 


Asp 


Val 


Ala 


Asp 


Ala 


Ser 


Leu 


Asn 


Glu 




192 








20 










25 










30 








194 


Cys 


Ser 


Ser 


Thr 


Glu 


Arg 


Lys 


Gin 


Asp 


Val 


Val 


Leu 


Leu 


Phe 


Val 


Thr . 




195 






35 










40 










45 










197 


Leu 


Ser 


His 


Thr 


Gin 


Pro 


Pro 


Leu 


Phe 


His 


Leu 


Pro 


Tyr 


Val 


Gin 


Lys 




198 




50 










55 










60 












200 


Pro 


Leu 


He 


Ser 


Asn 


Val 


Glu 


Gin 


Leu 


He 


Leu 


Gly 


He 


Pro 


Gly 


Gin 




201 


65 










70 










75 










80 




203 


Asn 


Arg 


Arg 


Glu 


He 


Gly 


His 


Gly 


Gin 


Asp 


He 


Phe 


Pro 


Ala 


Glu 


Lys 




204 










85 










90 










95 






206 


Leu 


Cys 


His 


Leu 


Gin 


Asp 


Arg 


Lys 


Val 


Asn 


Leu 


His 


Arg 


Ala 


Ala 


Trp 




207 








100 










105 










110 








209 


Gly 


Glu 


Cys 


He 


Val 


Ala 


Pro 


Lys 


Thr 


Leu 


Ser 


Phe 


Ser 


Tyr 


Cys 


Gin 
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210 


115 










120 










125 








212 


Gly Thr Cys 


Pro 


Ala 


Leu 


Asn 


Ser 


Glu 


Leu 


Arg 


His 


Ser 


Ser 


Phe 


Glu 


213 


130 








135 










140 










215 


Cys Tyr Lys 


Arg 


Ala 


Val 


Pro 


Thr 


Cys 


Pro 


Trp 


Leu 


Phe 


Gin 


Thr 


Cys 


216 


145 






150 










155 










160 


218 


Arg Pro Thr 


Met 


Val 


Arg 


Leu 


Phe 


Ser 


Leu 


Met 


Val 


Gin 


Asp 


Asp 


Glu 


219 






165 










170 










175 




221 


His Lys Met 


Ser 


Val 


His 


Tyr 


Val 


Asn 


Thr 


Ser 


Leu 


Val 


Glu 


Lys 


Cys 


222 




180 










185 










190 






224 


Gly Cys Ser 




























225 


195 




























228 


<210> SEQ ID NO 


: 5 
























229 


<211> LENGTH: 214 
























230 


<212> TYPE: 


PRT 


























231 


<213> ORGANISM: 


Mus 


musculus 


















233 


<400> SEQUENCE: 


5 
























234 


Gin Glu Pro 


His 


Val 


.Trp 


Gly 


Gin 


Thr 


Thr 


Pro 


Lys 


Pro 


Gly 


Lys 


Met 


235 


1 




5 










10 










15 




237 


Phe Val Leu 


Arg 


Ser 


Val 


Pro 


Trp 


Pro 


Gin 


Gly Ala 


Val 


His 


Phe 


Asn 


238 




20 










25 










30 






240 


Leu Leu Asp 


Val 


Ala 


Lys 


Asp 


Trp 


Asn 


Asp 


Asn 


Pro 


Arg 


Lys 


Asn 


Phe 


241 


35 










40 










45 








243 


Gly Leu Phe 


Leu 


Glu 


He 


Leu 


Val 


Lys 


Glu 


Asp 


Arg 


Asp 


Ser 


Gly 


Val 


244 


50 








55 










60 










246 


Asn Phe Gin 


Pro 


Glu 


Asp 


Thr 


Cys 


Ala 


Arg 


Leu 


Arg 


Cys 


Ser 


Leu 


His 


247 


65 






70 










75 










80 


249 


Ala Ser Leu 


Leu 


Val 


Val 


Thr 


Leu 


Asn 


Pro 


Asp 


Gin 


Cys 


His 


Pro 


Ser 


250 






85 










90 










95 




252 


Arg Lys Arg 


Arg 


Ala 


Ala 


He 


Pro 


Val 


Pro 


Lys 


Leu 


Ser 


Cys 


Lys 


Asn 


253 




100 










105 










110 






255 


Leu Cys His 


Arg 


His 


Gin 


Leu 


Phe 


He 


Asn 


Phe 


Arg 


Asp 


Leu 


Gly 


Trp 


256 


115 










120 










125 








258 


His Lys Trp 


He 


He 


Ala 


Pro 


Lys 


Gly 


Phe 


Met 


Ala 


Asn 


Tyr 


Cys 


His 


259 


130 








135 










140 










261 


Gly Glu Cys 


Pro 


Phe 


Ser 


Leu 


Thr 


He 


Ser 


Leu 


Asn 


Ser 


Ser 


Asn 


Tyr 


262 


145 






150 










155 










160 


264 


Ala Phe Met 


Gin 


Ala 


Leu 


Met 


His 


Ala 


Val 


Asp 


Pro 


Glu 


He 


Pro 


Gin 


265 






165 










170 










175 




267 


Ala Val Cys 


He 


Pro 


Thr 


Lys 


Leu 


Ser 


Pro 


He 


Ser 


Met 


Leu 


Tyr 


Gin 


268 




180 










185 










190 






270 


Asp Asn Asn 


Asp 


Asn 


Val 


He 


Leu 


Arg 


His 


Tyr 


Glu 


Asp 


Met 


Val 


Val 


271 


195 










200 










205 








273 


Asp Glu Cys 


Gly 


Cys 


Gly 






















274 


210 




























277 


<210> SEQ ID NO: 


6 
























278 


<211> LENGTH: 2940 
























279 


<212> TYPE: 


DNA 


























280 


<213> ORGANISM: 


Homo sapiens 


















282 


<220> FEATURE: 
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(1671) 
exon 2 



(2170) 

coding portion of exon 3 



283 <221> NAME/KEY: exon 

284 <222> LOCATION: (380).. (403) 

285 <223> OTHER INFORMATION: coding portion of exon 1 

287 <220> FEATURE: 

288 <221> NAME/KEY: exon 

289 <222> LOCATION: (1420)., 

290 <223> OTHER INFORMATION 

292 <220> FEATURE: 

293 <221> NAME/KEY: exon 

294 <222> LOCATION: (2024)., 

295 <223> OTHER INFORMATION: 

297 <400> SEQUENCE: 6 

298 tgagaaacac aatctgtatt atcacttctt gcacctccat tctgtaaaca ggagttggta 60 
300 ttgaagttgt tctgggagtg agagtttctc tcacttgaat ttaatttctc ttgaatgcgt 120 
302 gatcagctac aagctgtggg gggttagaat agggcctaca gctgggcacg tggatattta 180 
304 aagacagcga aggggaagcc ccgcttctga gagcaggtat gttggagggt ggctgtggga 240 
306 gaagtggcag ctcctggctc attcctgggc tcttggctct gggtctttgg tgcatgtgtt 300 
308 tgagctcagt agagacgttt gactgtccca acccgatgct gccttcccac ataaatgaga 360 
310 tttttttctg ccaggcaac atg gtt tta ccc tea tat tea aaa gtaagtagct 413 
312 ggagcgctgg tetttgecag ggaaggagtg atccagaagc tgcctggcag cattttgtgg 473 
314 ggctggtcag ggaatggggt gtaaatgaca acagatatta agggctcttg tgagtagagc 533 
316 aaggagttgg gtacagaata ttcttcagct ggtctagcag aaatggaatc tgcttcctgg 593 
318 tttcagctct gcaggcttgg tatgtaggat gtctttaagc tttatggctg atgccctaaa 653 
320 gttctgtgtg taaggatget ctaaagtgtg aagtacacag ctgctgggct gggcaactat 713 
322 agtgttttgg gagataaaca gggcaagtgg cttgtcttag gtcatggtga ctggaatgat 7 73 
324 tttcagtact agggcaatca ttctgactta attccagggg tagggtgatg ggagttgagg 833 
326 aacctcagtc catccctggc tgctgtggac taagcactga ctttgacaag ctgagactgc 893 
328 taagtctttg tcctgtcctg cccggctggg tagtggggag taagaagctg aaagggaggt 953 
330 gggactttcc acgatagtgg cctcctggag cttccactct tctttcccta caggctcata 1013 
332 gttcctacac agctactggc ttctctgttt tgaggcagtt tccttcttgg gggtttcctt 1073 
334 gataaagtta tgggcttggg tgcccattgt cccccatgcc actgagcttg ttctagagtt 1133 
336 cgaggaccat agaaggggee tccaaagatt ccttctggga tctttcccca ttatcttttc 1193 
338 atcctaccag tcagagggag ggtcattatt ggatatctac tgtttactca cgtattggat 1253 
340 ggaggtggtg cccaccctct tggcagagac aaagattcca gecactgatg tegctgatge 1313 
342 cagectgaat gaatgttcca gtaccgaaag gaaacaagac gtagtgttgc tgttcgtgac 1373 
344 cttgtcccac acacagccac ctctgtttca cctgccttat gtccag aaa ccc tta 1428 
346 ate tct aat gtg gag cag ctg ate ctg ggg ate ccg ggc cag aat cgc 1476 
348 egg gag ata ggc cat ggc cag gat ate ttt cca gca gag aag etc tgc 1524 
350 cat ctg cag gat cgc aag gtg aac ctt cac aga get gee tgg ggc gag 1572 
352 tgt att gtt gca ccc aag act etc age ttc tct tac tgt cag ggg ace 1620 
354 tgc ccg gec etc aac agt gag etc cgt cat tec age ttt gag tgc tat 1668 
356 aag gtaagacatg gagectegtt ctttctcttc tggggtcata ttgggatagc 1721 
3 58 actaagtget caactctcta ggcctggctc cttttgagtc aaggaageca ttgaagttgg 1781 
360 taattatgta atctagcact gatgcagtgt gtagcatctt ccccgccctg tgaccttatc 1841 
3 62 ccttatcttt attcataaga aacatcagct tcctaaagat tgttctgaaa cagccctgat 1901 
364 ccagcagctt ctccccaggc cctccttctc ccttcccatg tatccctgac aagtctactg 1961 
366 atgeccttag atatgaggct gtggctatga ggcactcacc attctgecat ttgtttctgc 2021 
368 ag agg gca gta cct ace tgt ccc tgg etc ttc cag acc tgc cgt ccc 2 068 
370 acc atg gtc aga etc ttc tec ctg atg gtc cag gat gac gaa cac aag 2116 
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